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In order to study spreading mechanisms of LPAI viruses among wild waterfowl we have (1) run a duck trapping cage, (2)
taken swabs, (3) conducted Al viruses detection and isolation by RT PCR & virus isolation.
?ta were collected from 28/08/2007 until 05/04/2008 at Gris Moulin pond, La Hulpe situated 20 km SE of Brussels,Belgium

A grand total of 3261 waterbirds (Cormoran, Great Crested G )
Swan, Mallard, Pochard, Tufted Duck, Moorhen, Coot) wereShandled
including 338 different individuals. =
[Every new bird was banded (Belgian Ringing Scheme), aged, sexed,
“weighed and wing measured. Cloacal and buccal samples were taken.
Every retrapped bird (caught more than one time) was also recorded,
weighed and many were sampled
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Itogether, 966 swabs were taken from Mallards. Samples were
stored in 0,5 ml BHI, kept at 4 ¢ and transferred within 72 h to VAR,
the Belgian NRL for virus detection and isolation.

Swabbing strategy was adapted to the epizootic situation: only
newcomers in a first phase, then every duck after the first Al positive
was detected and later, 10 ducks at random among the flock when the
virus as cleared up.

+—— Taking of a buccal swab on a female Mallard.
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Phenology for prevalence among Mallards: at the start of the Two LPAI viruses were consecutively detected: A/Anas platyrhynchos/ Five among the 15 infected Mallards were not subsequently
observation period, no infected bird was found among the Belgium/12827/2007(H3N8) and A/Aythya fuligula/07513/2008 (H1N1). retrapped. Eight were tested every 3 days during 7 to 47
resident flock; then H3N8 infections were detected during the Sequences have been submitted to EpiFlu database of the GISAID: initiative days but found positive to H3N8 only once. One exception
autumn probably introduced by a new comer. A second with accession numbers EP1169321 to 34 for the H3N8 virus and EP1169496 was negative 4 & 10 days after being positive to H3N8 and
introduction of a different subtype (HIN1) was recorded and EP1169497 for the HA and NA genes of HIN1 virus. 15 Mallards were positive again 23 /days later to same subtype.One Mallard
subsequently to the arrival of new Mallards during cold spell found infected (8,2 % prevalence). H3N8 has contaminated 12 and HIN1 3 H3NB8 positive was found infected with HIN1 96 days later.
mid December. individuals. One Mallard was infected by the 2 subtypes at 96 days interval.

Conclusions: The use of a funnel trap allowed the repetitive capture of Mallards and the follow-up of the spreading of 2 LPAIs in the population. The results indicate
that:

1. In this study site, the population of Mallards consists of residents, migrating and overwintering birds.

2. Once infected, Mallards excrete during a very short period of time but the virus could anyhow persist for several weeks in the population.

3. Successive infection with different subtypes is possible.

4. The very high retrapping frequency gives a unique possibility for multiple testing of wild birds in their natural environment allowing a more targeted

surveillance of avian influenza in wild birds.




