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1. Background 
 
On 31 March 2013, the authorities of the People's Republic of China first reported three human cases 

of infection with a novel influenza strain A (H7N9) in Eastern China in accordance with International 

Health Regulations to the World Health Organization1. The three infected people died following an 

illness similar to severe respiratory disease including severe pneumonia.  Since then, new cases are 

being reported almost daily by the Chinese Ministry of Health. While the source of A(H7N9) has not 

yet been confirmed, the large case virological surveillance has shown evidence of the presence of 

infection in chickens, ducks and pigeons.  In addition, a number of environmental samples collected 

from several Live Bird Markets (LBMs) have been found to be positive. So far the virus has not been 

found in wild birds and swine. The mode of infection in humans is believed to be through the oro-

pharyngeal route, causing a range of clinical signs from sub-clinical to mild disease to severe 

pneumonia. The case fatality rate is estimated to be at 20%.  

The influenza A(H7N9) virus is unique in that it does not cause any disease or apparent production 

loss in the poultry population but has high infectivity for humans. Thus this low pathogenic influenza 

A (H7N9) has a significant potential to spread widely in poultry populations without being detected. 

To date there has been no evidence of sustained human to human transmission.  

Laboratory analysis regarding the genetic make-up of this virus is of heightened concern. It is a new 

re-assortant derived from at least 4 avian influenza viruses, and has shown affinity for  mammalian 

cells. Therefore, other mammalian animal species have the potential to be infected and act as 

secondary reservoirs. Current surveillance and epidemiology data suggest that LBMs, particularly 

wholesale markets, have high levels of virus present in the environment and the major source of the 

virus in markets is domestic poultry brought in from various farms much further away from markets. 

The LBMs seem to be the major source through which the virus appears to spread in humans. These  

are preliminary assumptions based on limited data and, it cannot be stressed enough that there 

remains significant knowledge gaps regarding the animal source of the virus and the geographical 

distribution.  

The Government of China (GoC) has responded to the situation with the implementation of vigorous 

control measures that have included culling of poultry and compensation, closure of LBMs, and bans 

on movement of poultry from infected provinces. These measures have had a significant negative 

impact on poultry producers. In addition to the concerns related to human illness and loss of life, 

economic losses in the first three weeks since the novel virus emerged have been estimated at USD 

1.6 billion. However, there is also evidence that the aggressive measures undertaken by the GoC are 

taking effect, as the human cases have significantly declined following the closure of the LBMs in the 

municipality of Shanghai.  

                                                 
1
 International Health Regulations, WHO 2007 



The disease is still emerging as new information on its epidemiology and ecology is being generated. 

While there is no evidence that the virus has spread wider than the ten Provinces in Eastern China, 

the potential for the virus to spread widely is high given poultry value chain linkages with a number 

of bordering countries. In addition, it is not possible to predict how this virus will evolve. It could 

either mutate into a low pathogenic virus in humans or acquire the ability to transmit easily between 

humans and flare up into a potential pandemic. Thus the control of the virus with a potential to 

trigger a pandemic should be a major concern for the international community and thus remains a 

public good.   

 

Lessons learned historically across the globe and more recently with H5N1 in Asia indicate that the 

dynamics of poultry movement lead to risky human behaviour and potentially further spread of the 

virus/disease within China and outside China in a number of ‘at risk’ countries in Asia. At this early 

stage of the emergence of the H7N9 virus, there is a unique opportunity for the national and 

international public and animal health sectors and other key stakeholders in the region to consider 

technical and policy issues related to range of options that might lead to preventing further spread 

and to controlling the disease. The experience and the lessons learned from the swift and 

transparent action of the Government of China so far in addressing this emerging problem may be 

helpful for the global community.  

Thus, USAID, in collaboration with the Government of Thailand, is organizing this meeting on  
‘Technical and Policy Discussions on the Prevention and Control of Avian Influenza A (H7N9) in Asia’ 
to provide a platform for sharing experiences and lessons learned from both the H5N1 HPAI in the 
region as well as those learned from the interventions implemented by the GoC.  
 
The meeting will have the same format and similar level of participation as the two earlier ones 
organized by the USAID. The first of these was held in 2010 in Bali, Indonesia to address technical and 
policy issues related to prevention and control of H5N1 HPAI among the highly affected countries. 
The experience in best practices and lessons learnt from HPAI control was shared among  those 
countries. The Second Technical and Policy  Discussion for Prevention and Control of H5N1 HPAI was 
organized as a follow-up in April 2012 in Ho Chi Minh City, Viet Nam to discuss the revision of the 
control strategies for H5N1 HPAI in endemic countries as well as in 4  countries (Cambodia, Laos, 
Myanmar, and Thailand) with regular but sporadic incursions of the virus. The two above mentioned 
meetings allowed the opportunity for participants from relevant sectors to share experience and 
lessons learnt as well as discussing certain unresolved issues.  
 
 
2. Objectives: 
 
2.1 To share the lessons learned from actions undertaken by the GoC in preventing and managing 

the situation of H7N9 influenza infections in poultry and humans as well as monitoring H7N9 
influenza viral evolution; 

2.2 To discuss specific unresolved issues related to viral transmission, surveillance, risk assessment 
and management as well as appropriate and practical interventions for H7N9 influenza infection 
based on capacity developed from H5N1 crisis; 

2.3 To discuss risks and scenarios of the H7N9 situation in the region and the possible mitigation 
measures in short-, medium- and longer-term; 

2.4 To identify the opportunities for synergies of the human health, animal health and  other sectors  
among the countries in the region and between the countries and the relevant international 
organizations   



 
 
3. Participants: 
 
3.1 High‐level technical representatives – below Vice Minister level – from Ministries of Health 
and Ministries of Agriculture from Bangladesh, Bhutan, Cambodia, China, Indonesia, Laos, 
Myanmar, Thailand and Viet Nam. The senior policy makers as well as ASEAN and SAARC who are 
empowered to make decisions related to disease prevention and control such as the Chief Medical 
Officer and Chief Veterinary Officer will be included. 
 
3.1 International technical partners from the headquarters and field offices in the region.  
 
4. Dates and Venue:  
24-25 June 2013 in Bangkok, Thailand  
 
5. Format and discussion topics: 
 
5.1 Lessons Learned 

a. Results of emergency surveillance and control in poultry in China and other countries in the 
region; 

b.  Improving surveillance for reservoirs of the H7N9 influenza virus and monitoring of “silent” 
infections in animals and people; 

c.  Improving surveillance for molecular changes in the H7N9 influenza virus from poultry, wild 
birds, humans, and other animals (e.g. swine); 

d.  Improving detection of H7N9 influenza virus infections in humans using existing systems 
such as influenza‐like illness (ILI) surveillance and early warning/alert systems. 

 
5.2 Unresolved Issues 
a. How can countries and the global community most effectively identify key reservoirs of H7N9 
influenza virus (and their interconnectivity) and what interventions can be applied to reduce 
impacts? 
b. How can countries and the global community most effectively monitor the evolution and 
movement of the H7N9 influenza virus in key species to ensure efficacy of interventions and 
assess pandemic risk? 
c. How can countries improve H5N1 HPAI cross‐border cooperation and coordination to 
diminish the likelihood of the virus spreading from country to country? 
 
5.3 Way forward 
a. Scenarios of the H7N9 situation in the region based on risks identified along supply chains and 

the possible mitigation measures in the short-, medium- and longer-term; 
b. Opportunities for synergies between the human health, animal health, and  other sectors  among 

the countries in the region and between the countries and the relevant international 
organizations   

  
 


