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made important contributions to animal production in Africa
and elsewhere (e.g. Dorper sheep, Boer goats and Bonsmara
cattle) were also developed as a result of these processes of
gene flow. Some pure African breeds such as Tuli and Africander
cattle have spread to Australia and to the Americas. Another
interesting example is the Awassi sheep from the Near and
Middle East, which has spread to several countries in southern
Europe, to some tropical countries and to Australia.
Developments in the late twentieth century – increased
commercialization of the breeding industry, rising demand
for animal products in the developing world, production
differentials between developed and developing countries,
new reproductive biotechnologies that facilitate the movement
of genetic material, and the feasibility to control production
environments independently of the geographical location
– have led to a new phase in the history of international gene
flows. International transfer of genetic material now occurs
on a very large scale, both within the developed world and
from developed to developing countries. These gene flows
are focused on a limited number of breeds. There is also some
movement of genetic resources from developing to developed
regions for research and to be kept by hobbyists or niche
market suppliers (e.g. alpacas).
Today, the world’s most widespread cattle breed, the
Holstein-Friesian, is found in at least 128 countries (see
Figure 3
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Figure 2). Among other livestock species, Large White pigs are
reported in 117 countries, Saanen goats in 81 countries, and
Suffolk sheep in 40 countries (Figure 3).
Several important conclusions can be drawn from this brief
overview of historical developments. First, the countries and
regions of the world have long been interdependent in their
utilization of genetic resources. Second, the scale of transfers
and the rate at which the genetic composition of livestock
populations is transformed have increased dramatically in recent
decades. Third, these transfers have the potential to narrow
the genetic resource base of the world’s animal production.
At both national and international levels, there is a need to
assess the significance of these developments so that actions
can be taken to promote sustainable utilization, and, where
necessary, target threatened resources for conservation.

