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Asian Regional Laboratory Testing Program
For Aquatic Animal Diseases 2013-2014
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CHAPTER 2.2_.5.
INFECTION WITH INFECTIOUS MYONECROSIS VIRUS
Primer sequences:

Primer Sequence (5’ to 3') Amplicon Length Ref.
4587F | CGA-CGC-TGC-TAA-CCA-TAC-AA 328 b Poulos & Lightner, 2006
4914R | ACT-CGG-CTG-TTC-GAT-CAA-GT P

4725 NF | GGC-ACA-TGC-TCA-GAG-ACA 139 bp

4863 NR | AGC-GCT-GAG-TCC-AGT-CTT-G




Infectious Myonecrosis Virus (IMNV) PCR
Proficiency Testing Report

Testing date: Round 3, June 2014
Report date: 7™ July 2014
Number of laboratories participating: 18

Number of laboratories passed: 15

Table 2: Summary of Round 3 PCR results for IMNV.

Laboratory No. Sample A Sample B Sample C Sample D Sample E Sample F T%:l;rl::‘tss S::re S(l:?re Ssgre

Ini’:s:;ﬁ?on Neg Neg Low Pos High Pos Moderate Pos Moderate Pos
34 Neg Neg Pos Pos Pos Pos PASS 6 6 2
36 Neg Neg Pos Pos Pos Pos PASS 6 - -
37 Neg Neg Pos Pos Pos Pos PASS 6 4 5
38 Neg Neg Pos Pos Pos Pos PASS 6 6 6
39 Neg Neg Pos Pos Pos Pos PASS 6 6 4
42 Neg Neg Pos Pos Pos Pos PASS 6 5 2
48 Neg Neg Pos Pos Pos Pos PASS 6 2 2
49 Neg Neg Pos Pos Pos Pos PASS 6 6 6
54 Neg Neg Pos (Ct 32.50) Pos (Ct 23.57) Pos (Ct 28.85) Pos (Ct 29.29) PASS 6 6 5
55 Neg Neg Pos Pos Pos Pos PASS 6 6 6
56 Neg Neg Pos Pos Pos Pos PASS 8 6 -
57 Neg (Ct >40) Neg (Ct >40) Pos (Ct 25.60) Pos (Ct 23.04) Pos (Ct 27.61) Pos (Ct 23.53) PASS 6 6 6
58 Neg Neg Neg Pos Pos Pos \ 5 6 5
63 Neg Neg Pos Pos Pos Pos PASS 6 6 5

| | 64 Neg Neg Pos Pos Pos Pos PASS 6 - | |

66 Neg Neg Neg Pos Pos Pos \ 5 5 2
67 Neg Neg Neg Pos Pos Pos \ 5 -
68 Neg Neg Pos Pos Pos Pos PASS 6 6 6

Intlzsl? ectl::letciion Neg Moderate Pos Low Pos High Pos Moderate Pos Moderate Pos B

PASS All results for test round correct
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Sources of samples:
1. Positive control came from Indonesia, IMNV infected Pvannamei
2. Negative control came from USA, SPF Pvannamei




r=»  Step1: Sample preprocessing
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'ﬁ" Step2:  Extract nucleic acid

Nucleie Acid Automatic Extraction System
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Magnetic beads are surface-modlified

to bind nucleic acids with high affinity
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-ﬁ—x Step2:  Extract nucleic acid

Nucleie Acid Automatic Extraction System




7_?3 Stepz: Molecular techniques

RT-PCR
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a3 Step3: Molecular techniques
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Molecular techniques
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