
Welcome to CGIAR sessions

-
 

3 sessions
Development of genomic resources
14.30-

 
16.15 hrs by Rajeev Varshney, ICRISAT/GCP

Genomic Application: Molecular breeding
in developing countries
16.45 –

 
18.30 hrs (today) by Jean-Marcel Ribaut, GCP

Conservation and sustainable use of 
genetic resources for food & agriculture
16.45 –

 
18.30 hrs tomorrow by Dave Hoisington, ICRISAT
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Varshney & Tuberosa (2007). Genomics-Assisted Crop Improvement- 2 volumes. Springer



Genomics-assisted breeding:
Predicting the phenotype
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AGENDA

14.30 Welcome & 
introduction

14.35 Roberto
14.45 Rajeev
14.55 Jerry
15.10 Jasper

15.25 Discussion with
audience

16.10 Closing

16.15 Coffee

ROLES

Rajeev Varshney: Facilitator
CGIAR: Host
Roberto Tuberosa: Panelist 1
Jerry Taylor: Panelist 2
Jasper Rees: Panelist 3
Michael Baum: Rapporteur
All others: Participants 

RULES

• Participate and share experiences
• Keep focus on key issues 
• No one dominates
• Respect the time

EXPECTED
OUTCOMES

• To better understand   
the issue, identify 
gaps and needs...

• To identify options 
for the future... 

• To have content for 
summary for next 
days plenary

Introduction of parallel session

Development of genomic resources:
Current status & future prospects



Investments
• Current status of genomic resources- are 

we done?

• If not- should developing countries invest 
in developing genomic resources?

Some issues!



Methodologies
• In-houses vs outsourcing?

(exchange of germplasm across countries)

• Basic infrastructure?

• Linkage mapping vs association mapping

• MAS vs MARS/GWS

Some issues!



Capacity building of NARS partners
• Role of CGIAR?

• Leading role of NARS?

• Data generation is no more an issue- 
however- what about NARS capacity for 
data analysis, interpretation, management?

• Data access & sharing?

• Adoption of genomic technologies

Some issues!
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