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KRESOXIM-METHYL FIGURES 1-13

Figure 1. Metabolic reactions of kresoxim-methyl in rats.
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Figure 2. Metabolic pathways of kresoxim-methyl in goats.
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Figure 3. Metabolic pathways of kresoxim-methyl in poultry.
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Figure 4. Extraction and characterization of apple peel samples.
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Figure 5. Extraction and characterization of apple pulp samples.
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Figure 6. Extraction and characterization of radioactive residues in wheat forage, straw and grain.
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Figure 7. Characterization of unextractable residues in wheat straw.
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Figure 8. Fractionation of wheat starch.
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Figure 9. Extraction and characterization of **C residues in grapes.
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Figure 10. Metabolic pathways of kresoxim-methyl in apples, wheat and following crops
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Figure 11. Metabolic pathways of kresoxim-methyl in grapes.
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Figure 12. Code names and structures of degradation products and metabolites of kresoxim-

methyl.
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Code Structure Occurrence
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Figure 13. Proposed degradation pathway of kresoxim-methyl in soil.
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