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Introduction

e Antigenic variation — multiple SAT2 subtypes

e Strain specific immunity poor intra-serotype cross-protection

e Pathogens mechanism to evade immune system —» deceptive imprinting
e Surface-exposed, hypervariable, immunogenic regions —» decoy epitopes

e Masking or removing of decoy epitopes —» immune refocusing

: To identify the antigenic determinants of a SAT2 virus utilising antigenic
refocusing strategy

charge-dampening and replacement of hypervariable surface exposed
residues.



Viable SAT2 mutant viruses
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Epitope-replaced mutants
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Mutants phenotype
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Antigenicity of epitope-replaced viruses
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Antigenic profiling with SAT2-specific mAbs
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Conclusions

e Replacement of VP1 C-terminus or in combination with GH-loop

resulted in reduction of neutralising titre
e Region 43-50in VP1 ( ) seems to play a role of a decoy epitope

e Confirms residues 70-71 ( ) and 132-133 ( ) in VP2 and
residues 82-85 ( ) of VP1 as antigenic sites of SAT2
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